. Mosquito species screened by nested PCR for Plasmodium infection for the study. Table S2 . County and state locations for the wild ungulate species sampled in our study and proportion found to be infected with malaria parasites at each site by nested PCR. Table S3 . Collection animals screened at the NZP's campuses in Washington, DC, and Front Royal, VA, for malaria parasite infection by nested PCR. Table S4 . GenBank accession numbers for Plasmodium sequences generated from WTD and A. punctipennis and used in the phylogenetic analyses in this study. Aedes japonicas japonicus (DC) 145
Supplementary Materials Supplementary Tables
Aedes triseriatus (DC) 16
Aedes vexans (DC) 35
Anopheles barberi (DC) 1
Anopheles crucians (DC) 1

Anopheles punctipennis (DC) 35
Anopheles quadrimaculatus (DC) 3
Coquillettidia perturbans (DC) 1
Culex erythrothorax (CA) 299
Culex erraticus (DC) 6
Culex pipiens or Culex restuans (DC)* 1138
Culex quinquefasciatus (CA) 59
Culex salinarus (DC) 14
Culex stigmatosoma (CA) 11
Culex tarsalis (CA) 128
Culex territans (DC) 5
Culiseta incidens (CA) 37
Culiseta melanura (DC) 1
Culiseta morsitans (DC) 3
Culiseta particeps (CA) 1
Orthopodomyia signifera (DC) 1
Psorophora columbia (DC) 2
Psorophora ferox (DC) 1
Uranotaenia sapphirina (DC) 
